Simulation of stochastic micropopulation models--II. VESPERS: epidemiological model implementations for spread of viral infections.
This second paper concerning stochastic micropopulation simulations describes VESPERS, which can serve as a framework for simulation models of the epidemic spread of infection. The versions described are implemented using the simulation shell, SUMMERS, which includes the generic commonalities of several micropopulation models. Population members in VESPERS move through states related to the individual's status relative to the infective agent. Features of the models include mixing groups, member demographics, susceptibility and infectiousness, and co-circulation of infectious agents. The sensitivity of the simulation outcomes to quantitative features of the model has been analyzed. The user can select reports of desired distributions and averages of simulation outcomes.